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<210> 1 

<211> 1108 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ctgtcttggg 

ggggtggagt 

ccacctccca 

tgtgcaccac 

tggccgggct 

tgctgggatt 

gcgagagctg 

gtacatctcc 

ccagaacgcc 

gacctacgag 

agcagatctg 

aaaaaaaggc 

agaggaagac 

cctgtccgtg 

ctgcctgtgc 

aattgagtgg 

ctgtccacgg 

ccgaggagca 

ctaccttgtt 



cagctcagag 
ctcaccctgt 
ggctcaagcg 
cacgcctgga 
ggtcttgaac 
acaggtatcg 
gaccagagga 
acggtgaaga 
tacagcaagt 
atggtggata 
aaggacaaga 
cggggtcaga 
acaccaaaga 
cacccctctg 
caccaggtct 
tttcactttg 
tgtgtccagg 
agttaatctg 
cggttgatac 



agagaacatt 
tgcccaggtt 
attctcatgc 
tagtttttgt 
tcctgacctc 
agaaccttcc 
cggaagataa 
cgctgtctcc 
gcaaggaata 
aacacattcg 
tggagggcag 
aagaaaaaag 
aaaagaagca 
atgtgctgga 
cctatgggga 
cctgcgtgga 
aaaagaggaa 
tcccttcatt 
ttagtaac 



tcttttcttt 
ggagggtgtg 
cctagcctct 
gtttttagtg 
aactgatttg 
ctgcgaactt 
gaaagcagag 
agaccagcgc 
cagtgacgac 
aaggcttgat 
tgattttgaa 
agggtcccgg 
caaaggaggg 
catgcccgtg 
gatgattggc 
ccttaccacg 
gaagaagtag 
cgtgtcgcaa 



ttcttttttt 
atctcggcac 
cgagtagctg 
gagacggggt 
cctgccttga 
cagaggaact 
attgacatcc 
gtggagcgcc 
aaagtgcagc 
gcagacctgg 
agctccggag 
ggccgaggca 
tctgagttca 
gacccaaacg 
tgtgacaatc 
aaacccaaag 
gaggagctgt 
tatttccctt 



gatttttttt 
actgcggcct 
ggactgtagc 
ttcaccatgt 
tctcccaaag 
tccagctgat 
tggctgcaga 
tgcagaagat 
tggccatgca 
cgcgctttga 
ggcgagggtt 
ggaggacatc 
ctgacaccat 
aacccacgta 
cagactgtcc 
gaaaatggtt 
gtgcccggat 
ccttttaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1108 



<210> 2 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Arg Glu Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu lie Asp 



1 



15 10 15 

lie Leu Ala Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser Pro Asp 
20 25 30 

Gin Arg Val Glu Arg Leu Gin Lys lie Gin Asn Ala Tyr Ser Lys Cys 
35 40 45 

Lys Glu Tyr Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr Tyr Glu 
50 55 60 

Met Val Asp Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala Arg Phe 
65 70 75 80 

Glu Ala Asp Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu Ser Ser 
85 90 95 

Gly Gly Arg Gly Leu Lys Lys Gly Arg Gly Gin Lys Glu Lys Arg Gly 
100 105 110 

Ser Arg Gly Arg Gly Arg Arg Thr Ser Glu Glu Asp Thr Pro Lys Lys 
115 120 125 

Lys Lys His Lys Gly Gly Ser Glu Phe Thr Asp Thr lie Leu Ser Val 
130 135 140 

His Pro Ser Asp Val Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr 
145 150 155 160 

Tyr Cys Leu Cys His Gin Val Ser Tyr Gly Glu Met lie Gly Cys Asp 
165 170 175 

Asn Pro Asp Cys Pro lie Glu Trp Phe His Phe Ala Cys Val Asp Leu 
180 185 190 

Thr Thr Lys Pro Lys Gly Lys Trp Phe Cys Pro Arg Cys Val Gin Glu 
195 200 205 

Lys Arg Lys Lys Lys Glx 
210 



<210> 3 

<211> 807 

<212> DNA 

<213> Homo sapiens 

<400> 3 

tgctgacctc agccctggcg tgggcatagg agggtctgcg tggctgagca tccagtgtcc 60 
ttcgtactgc cactgacagc ctcaggcctg atttccagca ctgtctgtcc aggagcaatg 120 
ggagcaagag tcactccaca agactctgga ggcctgatag gtatcgagaa ccttccctgc 180 
gaacttcaga ggaacttcca gctgatgcga gagctggacc agaggacgga agataagaaa 240 
gcagagattg acatcctggc tgcagagtac atctccacgg tgaagacgct gtctccagac 300 
cagcgcgtgg agcgcctgca gaagatccag aacgcctaca gcaagtgcaa ggaatacagt 360 
gacgacaaag tgcagctggc catgcagacc tacgagatgg tggataaaca cattcgaagg 420 
cttgatgcag acctggcgcg ctttgaagca gatctgaagg acaagatgga gggcagtgat 480 
tttgaaagct ccggagggcg agggttaaaa aaaggccggg gtcagaaaga aaaaagaggg 54 0 



2 



tcccggggcc gaggcaggag gacatcagag gaagacacac caaagaaaaa gaagcacaaa 600 
ggagggtctg agttcactga caccatcctg tccgtgcacc cctctgatgt gctggacatg 660 
cccgtggacc caaacgaacc cacgtactgc ctgtgccacc aggtctccta tggggagatg 720 
attggctgtg acaatccaga ctgtccaatt gagtggtttc actttgcctg cgtggacctt 780 
accacgaaac ccaaaggaaa atggtga 807 



<210> 4 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Gly Ala Arg Val Thr Pro Gin Asp Ser Gly Gly Leu lie Gly lie 
15 10 15 

Glu Asn Leu Pro Cys Glu Leu Gin Arg Asn Phe Gin Leu Met Arg Glu 
20 25 30 

Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu lie Asp lie Leu Ala 
35 40 45 

Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser Pro Asp Gin Arg Val 
50 55 60 

Glu Arg Leu Gin Lys lie Gin Asn Ala Tyr Ser Lys Cys Lys Glu Tyr 
65 70 75 80 

Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr Tyr Glu Met Val Asp 
85 90 95 

Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala Arg Phe Glu Ala Asp 
100 105 110 

Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu Ser Ser Gly Gly Arg 
115 120 125 

Gly Leu Lys Lys Gly Arg Gly Gin Lys Glu Lys Arg Gly Ser Arg Gly 
130 135 140 

Arg Gly Arg Arg Thr Ser Glu Glu Asp Thr Pro Lys Lys Lys Lys His 
145 150 155 160 

Lys Gly Gly Ser Glu Phe Thr Asp Thr lie Leu Ser Val His Pro Ser 
165 170 175 

Asp Val Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr Tyr Cys Leu 
180 185 190 

Cys His Gin Val Ser Tyr Gly Glu Met lie Gly Cys Asp Asn Pro Asp 
195 200 205 

Cys Pro lie Glu Trp Phe His Phe Ala Cys Val Asp Leu Thr Thr Lys 
210 215 220 

Pro Lys Gly Lys Trp Glx 
225 230 



3 



t 



<210> 5 

<211> 807 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tgctgacctc agccctggcg 
ttcgtactgc cactgacagc 
ggagcaagag tcactccaca 
gaacttcaga ggaacttcca 
gcagagattg acatcctggc 
cagcgcgtgg agcgcctgca 
gacgacaaag tgcagctggc 
cttgatgcag acctggcgcg 
tttgaaagct ccggagggcg 
tcccggggcc gaggcaggag 
ggagggtctg agttcactga 
cccgtggacc caaacgaacc 
attggctgtg acaatccaga 
accacgaaac ccaaaggaaa 



tgggcatagg agggtctgcg 
ctcaggcctg atttccagca 
agactctgga ggcctgatag 
gctgatgcga gagctggacc 
tgcagagtac atctccacgg 
gaagatccag aacgcctaca 
catgcagacc tacgagatgg 
ctttgaagca gatctgaagg 
agggttaaaa aaaggccggg 
gacatcagag gaagacacac 
caccatcctg tccgtgcacc 
cacgtactgc ctgtgccacc 
ctgtccaatt gagtggtttc 
atggtga 



tggctgagca tccagtgtcc 60 
ctgtctgtcc aggagcaatg 120 
gtatcgagaa ccttccctgc 180 
agaggacgga agataagaaa 240 
tgaagacgct gtctccagac 300 
gcaagtgcaa ggaatacagt 360 
tggataaaca cattcgaagg 420 
acaagatgga gggcagtgat 480 
gtcagaaaga aaaaagaggg * 540 
caaagaaaaa gaagcacaaa 600 
cctctgatgt gctggacatg 660 
aggtctccta tggggagatg 720 
actttgcctg cgtggacctt 780 

807 



<210> 6 
<211> 230 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Gly Ala Arg Val Thr Pro Gin Asp Ser Gly Gly Leu lie Gly lie 
15 10 15 

Glu Asn Leu Pro Cys Glu Leu Gin Arg Asn Phe Gin Leu Met Arg Glu 
20 25 30 

Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu lie Asp lie Leu Ala 
35 40 45 

Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser Pro Asp Gin Arg Val 
50 55 60 

Glu Arg Leu Gin Lys lie Gin Asn Ala Tyr Ser Lys Cys Lys Glu Tyr 
65 70 75 80 

Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr Tyr Glu Met Val Asp 
85 90 95 

Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala Arg Phe Glu Ala Asp 
100 105 110 

Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu Ser Ser Gly Gly Arg 
115 120 125 

Gly Leu Lys Lys Gly Arg Gly Gin Lys Glu Lys Arg Gly Ser Arg Gly 
130 135 140 
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Arg Gly Arg Arg Thr Ser Glu Glu Asp Thr Pro Lys Lys Lys Lys His 
145 150 155 160 

Lys Gly Gly Ser Glu Phe Thr Asp Thr lie Leu Ser Val His Pro Ser 
165 170 175 

Asp Val Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr Tyr Cys Leu 
180 185 190 

Cys His Gin Val Ser Tyr Gly Glu Met lie Gly Cys Asp Asn Pro Asp 
195 200 205 

Cys Pro lie Glu Trp Phe His Phe Ala Cys Val Asp Leu Thr Thr Lys 
210 215 220 



Pro Lys Gly Lys Trp Glx 
225 230 



<210> 7 

<211> 958 

<212> DNA 

<213> Homo sapiens 



<400> 7 

tttgctgacc 

ccttcgtact 

tgggagcaag 

gcgaacttca 

aagcagagat 

accagcgcgt 

gtgacgacaa 

ggcttgatgc 

attttgaaag 

ggtcccgggg 

aaggagggtc 

tgcccgtgga 

tgattggctg 

ttaccacgaa 

agaagtagga 

tgtcgcaata 



tcagccctgc 
gccactgaca 
agtcactcca 
gaggaacttc 
tgacatcctg 
ggagcgcctg 
agtgcagctg 
agacctggcg 
ctccggaggg 
ccgaggcagg 
tgagttcact 
cccaaacgaa 
tgacaatcca 
acccaaagga 
ggagctgtgt 
tttcccttcc 



gtgggcgtat 
gcctcaggcc 
cgagactctg 
cagctgatgc 
gctgcagagt 
cagaagatcc 
gccatgcaga 
cgctttgaag 
cgagggttaa 
aggacatcag 
gacaccatcc 
cccacgtact 
gactgtccaa 
aaatggttct 
gcccggatcc 
ttttaaaact 



tgagggtctg 
tgatttccag 
gaggcctgat 
gagagctgga 
acatctccac 
agaacgccta 
cctacgagat 
cagatctgaa 
aaaaaggccg 
aggaagacac 
tgtccgtgca 
gcctgtgcca 
ttgagtggtt 
gtccacggtg 
gaggagcaag 
accttgttcg 



cgtggctgag 
cactgtctgt 
aggtatcgag 
ccagaggacg 
ggtgaagacg 
cagcaagtgc 
ggtggataaa 
ggacaagatg 
gggtcagaaa 
accaaagaaa 
cccctctgat 
ccaggtctcc 
tcactttgcc 
tgtccaggaa 
ttaatctgtc 
gttgatactt 



catccagtgt 60 
ccaggagcaa 120 
aaccttccct 180 
gaagataaga 240 
ctgtctccag 300 
aaggaataca 360 
cacattcgaa 420 
gagggcagtg 480 
gaaaaaagag 540 
aagaagcaca 600 
gtgctggaca 660 
tatggggaga 720 
tgcgtggacc 780 
aagaggaaga 840 
ccttcattcg 900 
agtaacaa 958 



<210> 8 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Gly Ala Arg Val Thr Pro Gin Asp Ser Gly Gly Leu lie Gly lie 
15 10 15 

Glu Asn Leu Pro Cys Glu Leu Gin Arg Asn *Phe Gin Leu Met Arg Glu 
20 25 30 

Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu lie Asp lie Leu Ala 
35 40 45 
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Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser Pro Asp Gin Arg Val 
50 55 60 

Glu Arg Gin Gin Lys lie Gin Asn Ala Tyr Ser Lys Cys Lys Glu Tyr 
65 70 75 80 

Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr Tyr Glu Met Val Asp 
85 90 95 

Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala Arg Phe Glu Ala Asp 
100 105 110 

Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu Ser Ser Gly Gly Arg 
115 120 125 

Gly Leu .Lys Lys Gly Arg Gly Gin Lys Glu Lys Arg Gly Ser Arg Gly 
130 135 140 

Arg^ Gly Arg Arg Thr Ser Glu Glu Asp Thr Pro Lys Lys Lys Lys His 
145 150 155 160 

Lys Gly Gly Ser Glu Phe Thr Asp Thr lie Leu Ser Val His Pro Ser 
165 170 175 

Asp Val Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr Tyr Cys Leu 
180 185 190 

Cys His Gin Val Ser Tyr Gly Glu Met lie ^Gly Cys Asp Asn Pro Asp 
195 200 205 

Cys Pro lie Glu Trp Phe His Phe Ala Cys Val Asp Leu Thr Thr Lys 
210 215 220 

Pro Lys Gly Lys Trp Phe Cys Pro Arg Cys Val Gin Glu Lys Arg Lys 
225 230 235 240 

Lys Lys Glx 



<210> 9 

<211> 958 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ctgtcttggg cagctcagag agagaacatt tcttttcttt ttcttttttt gatttttttt 60 
ggggtggagt ctcaccctgt tgcccaggtt ggagggtgtg atctcggcac actgcggcct 120 
ccacctccca ggctcaagcg attctcatgc cctagcctct cgagtagctg ggactgtagc 180 
tgtgcaccac cacgcctgga tagtttttgt gtttttagtg gagacggggt ttcaccatgt 240 
tggccgggct ggtcttgaac tcctgacctc aactgatttg cctgccttga tctcccaaag 300 
tgctgggatt acaggtatcg agaaccttcc ctgcgaactt cagaggaact tccagctgat 360 
gcgagagctg gaccagagga cggaagataa gaaagcagag attgacatcc tggctgcaga 420 
gtacatctcc acggtgaaga cgctgtctcc agaccagcgc gtggagcgcc tgcagaagat 4 80 
ccagaacgcc tacagcaagt gcaaggaata cagtgacgac aaagtgcagc tggccatgca 540 
gacctacgag atggtggata aacacattcg aaggcttgat gcagacctgg cgcgctttga 600 
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agcagatctg aaggacaaga tggagggcag tgattttgaa agctccggag ggcgagggtt 660 

aaaaaaaggc cggggtcaga aagaaaaaag agggtcccgg ggccgaggca ggaggacatc 720 

agaggaagac acaccaaaga aaaagaagca caaaggaggg tctgagttca ctgacaccat 780 

cctgtccgtg cacccctctg atgtgctgga catgcccgtg gacccaaacg aacccacgta 840 

ctgcctgtgc caccaggtct cctatgggga gatgattggc tgtgacaatc cagactgtcc 900 

aattgagtgg tttcactttg cctgcgtgga ccttaccacg aaacccaaag gaaaatga 958 



<210> 10 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Arg Glu Leu Asp Gin Arg Thr Glu Asp Lys Lys Ala Glu lie Asp 
15 10 15 

lie Leu Ala Ala Glu Tyr lie Ser Thr Val Lys Thr Leu Ser Pro Asp 
20 25 30 

Gin Arg Val Glu Arg Leu Gin Lys lie Gin Asn Ala Tyr Ser Lys Cys 
35 40 45 

Lys Glu Tyr Ser Asp Asp Lys Val Gin Leu Ala Met Gin Thr Tyr Glu 
50 55 60 

Met Val Asp Lys His lie Arg Arg Leu Asp Ala Asp Leu Ala Arg Phe 
65 70 75 80 

Glu Ala Asp Leu Lys Asp Lys Met Glu Gly Ser Asp Phe Glu Ser Ser 
85 90 95 

Gly Gly Arg Gly Leu Lys Lys Gly Arg Gly Gin Lys Glu Lys Arg Gly 
100 105 110 

Ser Arg Gly Arg Gly Arg Arg Thr Ser Glu Glu Asp Thr Pro Lys Lys 
115 120 125 

Lys Lys His Lys Gly Gly Ser Glu Phe Thr Asp Thr lie Leu Ser Val 
130 135 140 

His Pro Ser Asp Val Leu Asp Met Pro Val Asp Pro Asn Glu Pro Thr 
145 150 155 160 

Tyr Cys Leu Cys His Gin Val Ser Tyr Gly Glu Met lie Gly Cys Asp 
165 170 175 

Asn Pro Asp Cys Pro lie Glu Trp Phe His Phe Ala Cys Val Asp Leu 
180 185 190 

Thr Thr Lys Pro Lys Gly Lys Glx 
195 200 



<210> 11 
<211> 279 
<212> PRT 
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<213> Homo sapiens 
<400> 11 

Met Leu Ser Pro Ala Asn Gly Glu Gin Leu His Leu Val Asn Tyr Val 
15 10 15 

Glu Asp Tyr Leu Asp Ser lie Glu Ser Leu Pro Phe Asp Leu Gin Arg 
20 25 30 

Asn Val Ser Leu Met Arg Glu lie Asp Ala Lys Tyr Gin Glu lie Leu 
35 40 45 

Lys Glu Leu Asp Glu Cys Tyr Glu Arg Phe Ser Arg Glu Thr Asp Gly 
50 55 60 

Ala Gin Lys Arg Arg Met Leu His Cys Val Gin Arg Ala Leu lie Arg 
65 70 75 80 

Ser Gin Glu Leu Gly Asp Glu Lys lie Gin lie Val Ser Gin Met Val 
85 90 95 

Glu Leu Val Glu Asn Arg Thr Arg Gin Val Asp Ser His Val Glu Leu 
100 105 110 

Phe Glu Ala Gin Gin Glu Leu Gly Asp Thr Val Gly Asn Ser Gly Lys 
115 120 125 

Val Gly Ala Asp Arg Pro Asn Gly Asp Ala Val Ala Gin Ser Asp Lys 
130 135 140 

Pro Asn Ser Lys Arg Ser Arg Arg Gin Arg Asn Asn Glu Asn Arg Glu 
145 150 155 160 

Asn Ala Ser Ser Asn His Asp His Asp Asp Gly Ala Ser Gly Thr Pro 
165 170 175 

Lys Glu Lys Lys Ala Lys Thr Ser Lys Lys Lys Lys Arg Ser Lys Ala 
180 185 190 

Lys Ala Glu Arg Glu Ala Ser Pro Ala Asp Leu Pro lie Asp Pro Asn 
195 200 205 

Glu Pro Thr Tyr Cys Leu Cys Asn Gin Val Ser Tyr Gly Glu Met lie 
210 215 220 

Gly Cys Asp Asn Asp Glu Cys Pro lie Glu Trp Phe His Phe Ser Cys 
225 230 235 240 

Val Gly Leu Asn His Lys Pro Lys Gly Lys Trp Tyr Cys Pro Lys Cys 
245 250 255 

Arg Gly Glu Asn Glu Lys Thr Met Asp Lys Ala Leu Glu Lys Ser Lys 
260 265 270 

Lys Glu Arg Ala Tyr Asn Arg 
275 
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<210> 12 
<211> 294 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Pro Leu Cys Thr Ala Thr Arg lie Pro Arg Tyr Ser Ser Ser Ser 
15 10 15 

Asp Pro Gly Pro Val Ala Arg Gly Arg Gly Cys Ser Ser Asp Arg Leu 
20 25 30 

Pro Arg Pro Ala Gly Pro Ala Arg Arg Gin Phe Gin Ala Ala Ser Leu 
35 40 45 

Leu Thr Arg Gly Trp Gly Arg Ala Trp Pro Trp Lys Gin lie Leu Lys 
50 55 60 

Glu Leu Asp Glu Cys Tyr' Glu Arg Phe Ser Arg Glu Thr Asp Gly Ala 
65 70 75 80 

Gin Lys Arg Arg Met Leu His Cys Val Gin Arg Ala Leu lie Arg Ser 
85 90 95 

Gin Glu Leu Gly Asp Glu Lys He Gin He Val Ser Gin Met Val Glu 
100 105 110 

Leu Val Glu Asn Arg Thr Arg Gin Val Asp Ser His Val Glu Leu Phe 
115 120 125 

Glu Ala Gin Gin Glu Leu Gly Asp Thr Val Gly Asn Ser Gly Lys Val 
130 135 140 

Gly Ala Asp Arg Pro Asn Gly Asp Ala Val Ala Gin Ser Asp Lys Pro 
145 150 155 160 

Asn Ser Lys Arg Ser Arg Arg Gin Arg Asn Asn Glu Asn Arg Glu Asn 
165 170 175 

Ala Ser Ser Asn His Asp His Asp Asp Gly Ala Ser Gly Thr Pro Lys 
180 185 190 

Glu Lys Lys Ala Lys Thr Ser Lys Lys Lys Lys Arg Ser Lys Ala Lys 
195 200 205 

Ala Glu Arg Glu Ala Ser Pro Ala Asp Leu Pro He Asp Pro Asn Glu 
210 215 220 

Pro Thr Tyr Cys Leu Cys Asn Gin Val Ser Tyr Gly Glu Met He Gly 
225 230 235 240 

Cys Asp Asn Asp Glu Cys Pro He Glu Trp Phe His Phe Ser Cys Val 
245 250 255 

Gly Leu Asn His Lys Pro Lys Gly Lys Trp Tyr Cys Pro Lys Cys Arg 
260 265 270 
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Gly Glu Asn Glu Lys Thr Met Asp Lys Ala Leu Glu Lys Ser Lys Lys 
275 280 285 



Glu Arg Ala Tyr Asn Arg 
290 



<210> 13 
<211> 280 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Leu Gly Gin Gin Gin Gin Gin Leu Tyr Ser Ser Ala Ala Leu Leu 
15 10 15 

Thr Gly Glu Arg Ser Arg Leu Leu Thr Cys Tyr Val Gin Asp Tyr Leu 
20 25 30 

Glu Cys Val Glu Ser Leu Pro His Asp Met Gin Arg Asn Val Ser Val 
35 40 45 

Leu Arg Glu Leu Asp Asn Lys Tyr Gin Glu Thr Leu Lys Glu lie Asp 
50 55 60 

Asp Val Tyr Glu Lys Tyr Lys Lys Glu Asp Asp Leu Asn Gin Lys Lys 
65 70 75 80 

Arg Leu Gin Gin Leu Leu Gin Arg Ala Leu lie Asn Ser Gin Glu Leu 
85 90 95 

Gly Asp Glu Lys He Gin He Val Thr Gin Met Leu Glu Leu Val Glu 
100 105 110 

Asn Arg Ala Arg Gin Met Glu Leu His Ser Gin Cys Phe Gin Asp Pro 
115 120 125 

Ala Glu Ser Glu Arg Ala Ser Asp Lys Ala Lys Met Asp Ser Ser Gin 
130 135 140 

Pro Glu Arg Ser Ser Arg Arg Pro Arg Arg Gin Arg Thr Ser Glu Ser 
145 150 155 160 

Arg Asp Leu Cys His Met Ala Asn Gly He Glu Asp Cys Asp Asp Gin 
165 170 175 

Pro Pro Lys Glu Lys Lys Ser Lys Ser Ala Lys Lys Lys Lys Arg Ser 
180 185 190 

Lys Ala. Lys Gin Glu Arg Glu Ala Ser Pro Val Glu Phe Ala He Asp 
195 200 205 

Pro Asn Glu Pro Thr Tyr Cys Leu Cys Asn Gin Val Ser Tyr Gly Glu 
210 215 220 

Met He Gly Cys Asp Asn Glu Gin Cys Pro He Glu Trp Phe His Phe 
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225 



230 



235 



240 



Ser Cys Val Ser Leu Thr Tyr Lys Pro Lys Gly Lys Trp Tyr Cys Pro 
. 245 250 255 

Lys Cys Arg Gly Asp Asn Glu Lys Thr Met Asp Lys Ser Thr Glu Lys 
260 265 270 

Thr Lys Lys Asp Arg Arg Ser Arg 
275 280 



<210> 14 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Arg Thr Val Leu Gly Val He Gly Asp 
1 5 



<210> 15 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Arg Thr Ala Leu Gly Asp He Gly Asn 
1 5 



<210> 16 
<211> 27 
<212> PRT 
<213> Rattus sp. 

<400> 16 

Tyr Met Thr Val Ser He He Asp Arg Phe Met Gin Asp Ser Cys Val 
15 10 15 

Pro Lys Lys Met Leu Gin Leu Val Gly Val Thr 
20 25 



<210> 17 
<211> 28 
<212> PRT 

<213> Mus musculus 
<400> 17 

Lys Phe Arg Leu Leu Gin Glu Thr Met Tyr Met Thr Val Ser He He 
15 10 15 

Asp Arg Phe Met Gin Asn Ser Cys Val Pro Lys Lys 
20 25 
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<210> 18 
<211> 27 
<212> PRT 

<213> Mus musculus 
<400> 18 

Arg Ala lie Leu lie Asp Trp Leu lie Gin Val Gin Met Lys Phe Arg 
15 10 15 

Leu Leu Gin Glu Thr Met Tyr Met Thr Val Ser 
20 25 



<210> 19 
<211> 27 
<212> PRT 

<213> Mus musculus 
<400> 19 

Asp Arg Phe Leu Gin Ala Gin Leu Val Cys Arg Lys Lys Leu Gin Val 
1 5 10 15 

Val Gly lie Thr Ala Leu Leu Leu Ala Ser Lys 
20 25 



<210> 20 
<211> 18 
<212> PRT 

<213> Mus musculus 
<400> 20 

Met Ser Val Leu Arg Gly Lys Leu Gin Leu Val Gly Thr Ala Ala Met 
15 10 15 

Leu Leu 
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